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(2) From the discussion, the authors correct the sen-
tence, “In this case, the breakpoint for the loss of het-
erozygosity on the short arm of the X chromosome is 
identified as q27.3-q28,” to “In this case, the breakpoint 
for the loss of heterozygosity on the long arm of the X 
chromosome is identified as q27.3-q28.”.
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The authors wish to note the following two errors in the 
original article along with their respective corrections:

(1) In the Abstract, the authors correct the sentence, 
“characterized by heterozygosity duplication on the 
long arm and heterozygosity deletion on the short arm 
by whole exome sequencing (WES) combined with cell 
chromosome detection” to “characterized by heterozy-
gosity duplication on the short arm and heterozygosity 
deletion on the long arm by whole exome sequencing 
(WES) combined with cell chromosome detection.”
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